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NGHIEN CUU pA DANG DI TRUYEN MOT SO GIONG BUOI BAN PIA VIET NAM
(CITRUS GRANDIS) BANG CHI TH] MICROSATELLITE
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Ping Trong Lwong’, Lé Huy Ham'
"Vién Di truyén nong nghiép

?Vién Nghién cieu rau qud .

*Vién Nghién cieu cdy dn qua mién Nam

TOM TAT

o)

Buoi thube nhém cy dn qua c6 mai ¢6 nguon gbe xudt xtr & Trung Quéc, phia Tay An D§, Viét Nam va
mjt 56 nuée Bong Nam chdu A. Cac thong tin vé da dang di truyén rit quan trong trong cac chuong trinh bao
tn nguon gen, chon tao g10ng va phat trién cac g10ng budi c6 gié tri thuorng mai cao. 35 mdi SSR di dugc sir
dung d& danh gia murc da hinh & mirc d6 phéan tir ciia 29 mAu thuge 11 giong budi ban dia cua Viét Nam Téng
s0 115 allele da dugc phat hién voi gid trj trung binh 1a 3,29 allele/mdi; hé sé PIC dao dong tir 0,0 dén 0,82
(trung binh la 0,45); ty 1€ di hop cta cac mau g10ng nghién ciru dao déng tir 35,29 dén 51,66%. Muc tuong
dong di truyén dugc xac dinh sir dung hé sé trong dong Jaccard va phuong phap phan nhom UPMGA dé chiavy -
29 mAu nghién ciru thanh 8 nhém khéc biét v6i hé s6 twong ddng giita cdc mau dao dong tir 0,32 dén 1 0. Cac

két qué thu dugc c¢é thé sir dung phuc vu cho cong tic phan loai, bao t0n khai théc st dung cac ngudn gen’

trong cac chuong trinh lai chon tao gidng.

Tix khéa: Bdn dia, budi, cdy cé mii, chi thi SSR, da dang di truyén

MG DAU

Trén thé gi6i, chi thi SSR duoc sir dung kha
phd bién dé phén tich da dang di truyén cac loai
thudc chi Citrus & mirc 46 quan thé, cung loai va
khac loai (Froelicher et al., 2008), xac dinh
nhanh chéng cac cdy con sinh ra t hop ti hodc
tir phoi tdm nhim loai bd céc kiéu gen khong
mong mudn (Ruiz et al., 2000); va dé nhan dang
cay lai hitu tinh trong céng tac lai tao gibng in
qud c6 miui (Oliveira ef al., 2002). Chi thi SSR
cling da duoc sir dung trong phan tich mdi lién
két va sy phét sinh loai & Citrus va Poncirus
(Kijas et al., 1997) va danh gia da dang di truyén
& cdy c6 mui (Barkley et al, 2006); phan tich dac
tinh va sy da dang cta Budi chum (Corazza-
Nunes ef al., 2002). Ngoai ra, chi thi SSR con

duoc sur dung két hop voi cac chi. thi khag

(RAPD RFLP va CAPs) dé xay dung ban dé lién
két, phan tich di truyén cia sy tiép hop v6 tinh
gitra Citrus va Poncirus va ding trong phén tich
hé gen di truyen té bao chit cua cac thé lai sinh
chit lién quan dén céac cay nhi bdi, tir bdi va bat
b01 O cdy dn qua c6 mui (Guo et al., 2006).

O nudc ta, ".’,lec Ung dung céc chi thi phan tir trong
nghién ctru nhém doi tuong céy an qua c6 mui ciing

BN
!

da dugc dé& cap nhu: chi thi Isozyme (Nguyén Vin
Mui ef al,, 2000); chi thi RAPD (Nguyén Thanh Nhan
et al, 2004) va SSR (Tran Thi Oanh Yén et al., 2004).
Trong nghién ciru nay, ching tdi trinh bay Kkét qua
nghién ctru xac dinh mbi quan hé di truyen gira-cac
gibng/loai budi bang ki thuat SSR nhim phuc vu
cong tac thu thap, phan loki, bao tdn, khai thac va su
dung ngudn gen cac ciy an.qua ban dia quy cua Viét
Nam. -

VAT LIEU VA PHUONG PHAP A

Vit ligu ! g

Tép doan budi sir dung trong nghién ciru la cac
miu giéng budi ban dia cua Viét Nam duoc Ylen
Nghién ctru rau qua - Trau Quy, Gia Lam, Ha No6i va
Viéw Nghiénl ctiru cdy an qua mlen Nam, Long Pinh,
Tién Giang cung cip. Cac méu l4 duoc thu tai vuon
tap doan cua Vién Nghién clru rau qud, Vién Nghién
clru cdy an qua mién Nam va tai cac dia phuong
dang trong phé bién cac gidng buéi nay (Bang 1).

Trong nghién ciru ndy, 35 mdi duoc sir dung va md
ta boi Froelicher va ddng tac gia (2008), Corazza-Nunes
va dong tac gia (2002) va Barldey-v_z‘i,dc;)ng tac gid (2006)
do hang Bioneer cung cép (Bang 2).
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Bang 1. Danh sach va nguén gbc cac mau gibng budi nghién ciru.

Dia diém thu miu

Ngudn géc

TT  Tén gidng buoi Ky hiéu mau

1 Siru Chi Bam 31,82, 83

2 Bang Luan BL1, BL2, BL3

3 Dién D1, D2, D3

4 D5 Mé Linh DML1, DML2, DML3
5 Phuc Trach PT1, PT2, PT3

6 Thanh Tra TT1, TT2, TT3

7 D6 Hué DH1, DH2, DH3

8 Pho Trach PTr1, PTr2

9 Nam Roi NR1, NR2, NR3

10 DaXanh DX1, DX2, DX3

11 Puong La Cam DLC1, DLC 2, DLC3

Phu Tho Phu Tho
Phu Tho Phu Tho
Vién Nghién ctru rau qua Ha Noi
Vién Nghién ctru rau qua Vinh Phuc
Vién Nghién clru rau qua Ha Tinh
Vién Nghién cru rau qua Hué

Vién Nghién cru rau qua Hué

Vién Nghién cru rau qua Hué

Bén Tre Vinh Long
Vién Nghién clru cay an qua mién Nam Bén Tre
Tan Triéu DPdng Nai

Phwong phap nghién ciru
Tédch chiét DNA tong sé

La banh té cua cac ’mﬁu giéng duoc thu thip, x
ly va tach chiét DNA tong s6 theo phuong phép cua
Cheng va dong tac gia (2003).

Chay PCR

Céc phan tng PCR dugc thuc hién theo chuong
trinh: 94°C (5 phat), 35 - 37 chu ky [94°C (40s);
55°C - 60°C (30 s), 72°C (30 s - 1 phut)] va két thuc
& 72°C (5 phit).

Dign di sin phim PCR vi nhuém

San pham PCR duoc bién tinh truéc khi chay dién
di trén gel polyacrylamide 4,5% va dugc phat hién bang
phuong phép nhuém bac.

Phin tich sé li¢u

Két qua duoc théng ké dua vao s xuét hién hay

khéng xuit hién ciia cac bang DNA. S6 lidu duoc xu

ly,‘phar} tich bang chuong trinh Exel version 5.0 va
phan mém NTSYSpc 2.1.

Hé sb PIC (Polymorphic Information Content)
dugce tinh theo cong thire sau:
PIC =1 - ZP{ (trong d6 P; 14 tin sb xuét hién cua
allele thir i).

Ty 18 di hop (H%) ciia mdi miu dugc tinh theo
cong thic:

HY%=—2
M
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Trong d6: X: 13 téng sb6 mdi co6 xult hién 2
allele/1 locus SSR. M: 1a téng $6 mbi duge st dung
trong nghién ctru. Y: 1a tdng sé mdi SSR cé xudt
hién bang DNA.

Ty 1& khuyét s6 liu (M%) duoc tinh bing cong
thirc:

wopoZ

Trong d6: Z 1a ,t(;)ng‘- s6 mdi khong xuat hién bing
DNA. M la téng s6 moi duoc sir dung trong nghién
ctru.

KET QUA VA THAO LUAN

Hé s6 PIC, so allele va tong s6 bing ADN thé hién
trén tirng mdi

Hé sb PIC (Polymorphic Information Content)
duogc coi 1a thuéc do tinh da dang di truyén cia céc
allele & timg locus SSR. Két qua nghién ciru chi ra &
bang 3 cho thay: gia tri PIC ctia 35 mdi véi cac mau
giong budi nghién cu dao dong tr 0 (6 cac mdi chi
xuAt hién bing don hinh) dén 0,82 (6 mdi GT03 véi 7
allele thé hién); hé s6 PIC trung binh cua ca 35 mdi la
0,45. Két qua ‘nay cho thdy, mitc d6 da dang cua cac
allele ¢ cac giong budi ban dia cia Viét Nam twong tu
mot s6 két qua nghién ciru & cdy c6 mui trén thé giéi
(Corazza-Nunes et al., 2002, Barkley et al,, 2006).

Phén tich 35 méi SSR voi 29 miu thude 11
glong budi thu duoc 4 mdi cho locus dom hinh
(Ci02B10, Ci07E06, mCrCIR06A03 va NTCP9) va
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allele, 4 mbi thu duoc 3 allele, 10 m\éi thu dugc 4
allele, 2 méi‘ thu dugce 5 allele, 1 méi thu dugc 6
allele va 3 mdi thu dugc 7 allele (Bang 3).

31 mi cho céc locus da hinh, véi tong s6 1 15 allele,
trung binh 1a 3,29 allele/locus. Trong tong s6 31 moi
cho céac locus da hinh thi ¢6 11 moéi chi thu dugc 2

Bang 2. Tén va trinh tu cac mdi SSR.

TT Ténmdi  Trinh tw mdi (5 - 3" TT Ténmdi  Trinh tw mdi (5'- 3"
] Ci01A07 F: GATGATGTCACCCTTGTTGTTG 49 MCrCIRO1 F: AAGCATTTAGGGAGGGTCACT
! R: TTATGTCTCCTTTCCCTTTTGT F04a R: TGCTGCTGCTGTTGTTGTTCT
s cioico? F: GTCACTCACTCTCGCTCTTG 50 MCICIR06 F: TGAATCCTCTATGGCTAT
|
R: TTGCTAGCTGCTTTAACTTT A02 R: TAAGATAAAAACAGCACA
3 CiolHoS F:AAAACAACCAAAAGGACAAGATT ,q4 MCICIR06 F: GGGTTGCGACGATGAGC
R: TTCAAACTAAACAAACCAACTCG A03 R: TCTCGGTTTGGCAGTTCG
4 Cio2A04 F: CCGCTTTGTTCCATT 5,  MCICIR06 F: TTTTTGTTATGGTGTTCGTTGTT
I
R: AGCGGTATCGTAATTCTC A08 R: TGGTATTATTTTGTCATTCATITG
5 Cio1DI1 F: GCAAAACAAGCAGACTACAAAT 23 P73 F-CCATTGCTTACGAAGTTG
1
R: AGGACAGATGACCCAGATGACA R-TTGACTTGCAGCAATCAG
. F: CAGCTCAACATGAAAGG F-GATTGAATCTTCTGTAGCTC
6  Ci02B07 24 P94
R: TTGGAGAACAGGATGG R-ATCATCATCTAGTGTCACTG
F: T F:ATCACAATTACTAGCAGCGCC
7 Ci02B10 TTTCACAGCCATCACA 25 CAC23 ATCA C
R: AACACCAAGAAGGAAGAG R: TTGCCATTGTAGCATGTTGG
F: GTTTTCT F: CTTCCAAGCTAACGATGC
8  Ci02F07 GCAGCGTTT 26 NTCP9 A
R: TGCTGGTTTTCAGATACTT R: CTGTCCTATCCATTAGACAATG
F: T TTGGTTTTTGTGA F: ATCAACATAAAACAAGAAA
9  Ci06A05b CTCTGGTTGG G 27  ACO1 TTTGAC
R: ATGATGAAAAGCAAGGGG R: TTTTAAAATCCCTGACCAGA
F: AAA AAATCT F: AAAGGGAAAGCCCTAATCTCA
10  Ci07B09 CTGGAGTGCT, c 28 AG14
R: AAAGAAGTTAAAGAAAAAATG R: CTTCCTCTTGCGGAGTGTTC
F: F: AACACTCGCACCAAATCCTC
1 cio7D10 CGAGACAGACACAACAAAAA 29 CAGO
R: AGAGGGTAATCCAAAAGACT R: TAAATGGCAACCCCAGCTTTG
F: AC F: GCTTTCGATCCCTCCACATA
12 CiO7E06 AATAAACGCCCACCTGAG 30 CATO1
R:CAGTTGTTAAAAGGGAAGAATGAA R: GATCCCTACAATCCTTGGTCC
F:T AAAA F:ACGGTGCGTTTTGAGGTAAG
13 Ci07G07 CAAC CCATTACAT 31 CT02
R: AGTCTTTCACGTTAATCAC R: TGACTGTTGGATTTGGGATG
F:G TTACTTGAATGAA F: CGAACTCATTAAAAGCCGAAAC
14 Ci08A10 AGACTTTACTTGAATG 32 CT2
R: ATCTCGTGTTGAAAATAA R: CAACAACCACCACTCTCACG
F:T F: TCAGACATTGAGTTGCTCG
15 Ci08C05 CCACAGATTGCCCATTA 33 CTTO1
R: CCCTAAAAACCAAGTGACA R: TAACCACTTAGGCTTCGGCA
16 MCICIRO1 F: TCAACTTCTCTGGTCTCTC 34 GTO3 F: GCCTTCTTGATTTACCGGAC
BO2 R: TTAGCAATATCAACATCAT R: TGCTCCGAACTTCATCATTG
7 MCICIRO1 F: AAAAATTGCCCTCTTCTCCT
B10 R: TGGTGGTTTTGTTGGTTCTAT 3 F: CGCCAAGCTTACCACTCACTAC
.35 CT19
merCIR01  F: GATCAAAACATTATTCCAA R: GCCACGATTTGTAGGGGATAG
8 Dboea R: TTTTTCATCAACAAGACTG
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Bang 3. Hé s6 PIC va s6 allele thé hién cda tieng mbi.
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TT  Locus S6 . Téng 56; PIC TT  Locus Sé Téngsé PIC
allele/moi allele/moi allele/mdi  allele/mbi

1 Ci01AQ7 2 29 0,50 19 mCrCIR01F04a 7 47 0,76
2 Cio1Co7 4 52 0,65 20 mCrCIR06A02 4 40 0,57
3 Ci01HO5 5 35 0,70 21 mCrCIR06A03 1 29 0,00
4 Ci02A04 2 33 0,12 22 mCrCIR06A08 4 48 0,56
5 Cio1D11 2 57 0,50 23 P73 3 46 0,58
6 Ci02B07 4 34 0,40 24 P94 2 29 0,48
7 Ci02B10 1 29 0,00 25 CAC23 3 36 0,37
8 Ci0O2F07 3 31 0,45 26 NTCP9 1 28 0,00
9 TCi06A05b 4 46 0,55 27 ACO1 4 49 0,71
10 ' Cio7B09 2 27 0,20 28 AG14 7 45 0,74
11 Ci07D10 2 31 0,07 29 CAGO1 4 49 0,62
12 Ci07E0Q6 SR 29 0,00 30 CATO1 2 40 0,45
13 Cio7G07 5 47 0,65 31 Cf02 2 55 0,49
14 CiO8A10 2 28 0,07 32 CT21 4 45 0,53
15 Ci08C05 2 44 0,48 33 CTTO1 4 58 0,71
16 mCrCIR01B02 4 37 0,35 34 GT03 7 41 0,82
17 mCrCIR01B10 3 36 0,46

35 CT19 2 32 0,50
18 mCrCIR01D06a 6 53 0,81
Trung binh 3,29 39,86 0,45

Ty 1€ khuyet s6 liéu (M%) va ty 18 di hop (H%) cia
cac mau giong bwéi nghién ciru

Két qua & bang 4 cho thiy, ty 18 khuyét s liéu
cao nhit & hai mau buéi Thanh Tra (TT2 va TT3)
cung cé ty 18 khuyét s6 liéu 13 14,29%, ¢6 11 mau cb
ty 1¢ khuyét s6 liéu tir 2,86 - 11,43%, 16 miu khong
bi khuyét sb liéu. Nhu vay, danh gia & 35 locus thi ca
29 méu déu c6 ¥ nghia thong ké.

Ty 1é cac allele di hop (H%) ctia cac miu kha
cao, ty 1€ di hop trung binh cua cd tdp doan la
41,19%. Ty ¢ allele di hop cao nhét 1a 51,61% &
mau DX3 thugc gidng busi Da Xanh. Ty 18 allele di
hop thip nhét 1a 35,29% & miu PT3 thudc gidng
budi Phic Trach. Cac miu ging con lai c6 ty 16 di
hop dao déng tir 36,36 dén 46,88%. Cac mau budi &
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mién Nam cé mirc di hop tir trung binh 14 44,17%
cao hon so v6i muc di hop tir cua céc mau budi &
mién Béc (trung binh l1a 39,58%).

Nhu vay, két qua phan tich 35 mdi SSR véi 29
mau thudc 11 gidng budi cho thdy: khdng c6 miu
nao ddng hop tir & ca 35 locus nghién ciu. Két qua
trén cling cho théy gilta cac gidng cé sy khac nhau
vé mitc do d1 hop & céc locus nghién ciru. Trong
cung mot giéng, duy nhat & glong budi Bing Luén,
¢4 3 miu co muc di hop tir gidng nhau; ¢ cac gibng
khéac, giita céc mau glong cod su khac nhau & cac
locus khac nhau. Nhimg Kkét qua nay rat hitu ich dé
danh gia da dang di truyén bén trong glong va nhan
dang chinh x4c nhiing dong (c4 thé) wu viét trong tap
doan phuc:vu trong cong tac chon va tao giéng chét
luong.



Tap chi Cong nghé Sinh hoc 7(4): 485-492, 2009

Béng 4. Ty Ié khuyét sé liéu (M%) va ty Ié di hop (H%) clia cac giéng budi dua trén két qua phan tich 35 locus khac nhau.

T Ki hiéu mau M% H% T Ki hiéu mau M% H%
1 S1 5,71 36,36 16 T 0,00 40,00
2 S2 0,00 40,00 17 TT2 14,29 40,00
3 S3 2,86 41,18 18 TT3 14,29 36,67
4 BL1 0,00 42,86 19 PTr1 2,86 41,18
5 BL2 0,00 42,86 20 PTr2 0,00 40,00
6 BL3 0,00 42,86 21 NR1 2,86 41,18
7 D1 5,71 39,39 22 NR2 2,86 41,18
8 D2 0,00 37,14 23 NR3 0,00 40,00
9 D3 0,00 37,14 24 DX1 0,00 45,71
10 ' DML1 2,86 41,18 25 DX2 8,57 46,88 .
11 DML2 0,00 40,00 26 DX3 11,43 51,61
12 DML3 0,00 42,86 27 DLCA 0,00 45,71
12 PT1 0,00 42,86 28 DLC2 0,00 42,86
14 PT2 0,00 37,14

29 DLC3 571 42,42
15 PT3 2,86 35,29

H‘mh_1. pién di san phadm PCR mdi mCrCIR06A08. M. PhiX174 DNA/Hinfl Marker. 1 - 3. Stru Chi Bam; 4 - 6. Bang Luan; 7 -
9. Dién; 10 - 12. D6 Mé Linh; 13 - 15. Phuc Trach; 16 - 18. Thanh Tra; 19 - 20. Pho Trach; 21 - 23. Nam Roi; 24 - 26. Da

Xanh; 27 - 29, Budng La Cam.

Két qua phan tich mdi quan hé di truyén cha
tap doan bwéi nghién citu

S6 lidu thu duogc tir 35 mdi SSR duoc théng ké
va phan tich bang phén mém NTSYSpe2.1, tir d6
thiét 1ap duoc bang hé s6 twong dong di truyén va so
dd hinh cay vé mbi quan hé di truyén cta cac mau
budi nghién ciru (Hinh 2).

Két qua cho thay, hé sb trong ddng di truyén
clia 29 mAu budi dao déng tr 0,32 dén 1,0. Giira
cac gidéng budi Stru Chi Pam v6i budi Pho Trach
c6 su sai khac 16n nhit (hé sb tuong dong di
truyen trung binh gilta cac cap mau giong la
0,34); t1ep dén 12 su sai khac gita glong budi Bd

Mé Linh va bu¢i Nam Roi (hé ) trong dong di
truyén trung binh gilra cac cép mau giong la
0,36). 0 giéng buoi Stu va glong budi Bing
Luan, cic miu nghién ciru c¢6 kiu gen tuong tur
nhau o ca 35 locus nghlen cuu (glua cac miu
gibéng c6 hé s6 twong ddng di truyén la 1,0). 0
cac glong khac thi c6 su da dang di truyén giita
cac miu trong ciing mét gibng.

O muc trong dong di truyén 57%, 29 mau gibng
budi nghién ciru duoc chia thanh 8 nhém khac nhau:

Nhém I gém 3 méu Sl S2 va S3 déu thudce gidng
budi Stru Chi Bam cé kl'eu gen tuong tu nhau ¢ ¢a 35
locus nghién ciru, hé s6 twong déng di truyén giita
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cac mAu giéng déu 1a 1,0.

Nhom II gom 3 méu DI, D2 va D3 déu thuge
gibng budi Dién. Trong do, mau D1 va D2 cd kiéu
gen tuong tu nhau (hé s0 tuong dong 1a 1,0), mau D3
¢6 kiéu gen khac va hé s6 tuong déng voi 2 miu con
lai déu 12 0,96.

Nhom III gom 3 mdu BLI1, BL2 va BL3 déu
thude glong budi Bang Luén c6 kleu gen tuong fur
nhau (hé s6 tuong dong di truyén giira cac mau
giéng déu 1a 1,0).

Nhém IV gbm 3 méu thudc gibng busi Do Mé
Linh (DML1, DML2 va DML3). Trong do, hé sb
twong ddng di truyén gifta cdc cip miu DMLI -
DML2, DML! - DML3, DML2 - DML3 lan lugt la
0,94, 0,92 va 0,98.

Nhém V gbm 2 mefiu PTrl va PTr2 thude giéng
bu6i Pho Trach. Hé s6 twong dong giita 2 mau la
0,96.

Nhém VI gém 3 méu PT1, PT2 va PT3, hé sb
twong dong di truyén gilta cac cdp mau PT1 - PT2,
PT1 - PT3, PT2 - PT3 lan luot 12 0,98, 0,98 v& 0,96.

Khuét Hiru Trung et al.

Nhém VII gém 3 méu thude gidng budi Thanh
Tra (TT1, TT2 va TT3). Trong d6, 2 miu TT1 va
TT3 ¢6 kiéu gen tuong tw nhau & 35 locus nghién
ciru. Mau TT2 ¢6 hé sb tuong ddng di truyén véi cac
mau TT1 va TT3 déu la 0,98.

Nhém VI gdm 9 mau déu thuge céc gidng budi
ctia mién Nam duoc chia 1dm 3 nhém phu:

Nhém 8.1 gdm 3 mu busi Nam Roi, trong d6 2
méu NR1 va NR2 c¢6 kidu gen tuong tu nhau (hé sb
tuong dong 14 1 ,0). M3Au NR3 ¢ hé sé tuong dong di
truyén véi cac mau NR1 va NR2 déu 12 0,92.

Nhém 8.2 ¢6 4 mau gdm 3 mAu budi Da xanh va
mét miu budi Puong La Cam (DLCI). Trong d6,
DX1 va DX2 ¢ kiéu gen tuong tu nhau (hé sb tuong
ddng di truyén 1a 1 ,0), mau DX3 ¢6 hé s6 twong dong
di truyén voi cac mau DX1 va DX2 déu 1a 0,98. He
s6 tuong ddng di truyén ciia mau DLC1 véi cac miu
DX1, DX2, DX3 lan lugt 12 0,98, 0,98 v 0,96.

 Nhém 8.3 gbm 2 miu DLC2 va DLC3 thugc
giong buoi Dudng La Cam c6 hé s6 twong dong di
truyén la 0,98.

H2 sé tmmlg a{hg di truydn.

— T

Hinh 2. So d& hinh cay v& méi quan hé di truyén clia cac mau buwdi nghién ctu.
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KET LUAN

Tép doan budi ban dia ciia Viét Nam rat da dang
va phong phu, két qua nghién ciu véi 35 mdi SSR
trén 29 mau buoi thude 11 gibng da thu dugc 115
loai allele khac nhau (so allele thé hién/mdi trung
binh 1a 3,29); hé s6 PIC dao dong tir 0,0 dén 0,82
(trung binh la 0,45); ty 1& allele di hop cua ca tap
doan dao dong tir 35,29 dén 51,66%. '

O mirc twong ddng 57%, cic miu budi duge
phan chia thanh 10 nhém khac biét thudc 8 nhém
16m, hiu nhr cac miu cia mdi gidng déu nim trong
mot nhém riéng va c6 thé d& dang phén biét véi cac
giéng budi khic. Két qua nay 13 co s& dé xac dinh
c4c marker phén tir nhin dang chinh xac cac gibng
budi ban dia cia Viét Nam.

Duya vao su sai khac gilta cac miu trong cung

mét gidng (su da dang di truyén bén trong gidng) ¢

thé chon ra céc ca the uu viét phuc vu cong tac chon,
tao glong, nhin giéng va bao tdn c6 hiéu qua céc
ngudn gen quy.

Loi cam on: Céng trinh duoc thyc hién tir ngu(fn
kinh phi cia d@é tai KC.04.16/06-10 (Pé tai: “Nghién
cibu danh gia te liéu héa nguon gen cdy trong ban
dia qui & mirc @6 phdn tir dé bdo ton va sir dung
chung c6 hiéu quad”).
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ASSESSMENT OF GENETIC DIVERSITY OF SOME NATIVE GRAPEFRUIT
VARIETIES (CITRUS GRANDIS) IN VIETNAM USING SIMPLE SEQUENCE REPEAT
MICROSATELLITES MARKERS
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Dang Trong Luong’, Le Huy Ham'
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SUMMARY "

Citrus is native to China, Eastern India, Viemam and Southeast Asia. The information on level of genetic
diversity and origin is very important for conservation gene resource, selection and development of
commercially important grapefruit. Thirty-five simple sequence repeat (SSRs) markers were used to detect
molecular polymorphisms among 29 Citrus accessions from 11 native grapefruit varieties in Vietnam. A total
of 115 alleles were detected with an average of 3.29 alleles per locus; polymorphism information content (PIC)
value range from 0.0 to 0.82, with an average of 0.45. All grapefruit accessions showed heterozygosity from
3526 to 51.61%. Genetic similarity was determined using Jaccard’s similarity coefficient and final
dendrogram construction using a UPGMA clustering methods showed that 29 accessions were divided into 8
distinguished heterotic groups with genetic similarity from 0.32 to 1.0. The obtained results could be useful for
germplasm fingerprinting, preeminet selection and proper utilization in breeding programs.
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